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✲ࢭࣥࢱ࣮)  ᡤෆᑐᛂ⪅㸸᫂㔛ᏹᩥ 
㏆ᖺࠊࢧࣈࢱ࢖ࣉࢆ㉸࠼ࡓከࡃࡢ HIV-1ᰴ࡟᭷ຠ࡞୰࿴ᢠయ࡜ࡋ࡚ࠊBNAb(broadly-reactive neutralizing antibody)ࡀ HIV-1
ឤᰁᝈ⪅࠿ࡽศ㞳ࡉࢀ࡚ࡁࡓࠋBNAbࢆㄏᑟࡍࡿ࣡ࢡࢳࣥࢆ㛤Ⓨ࡛ࡁࢀࡤ HIV-1ឤᰁࡢ㜼Ṇ࡟㠀ᖖ࡟᭷ຠ࡛࠶ࡿࡀࠊࡑࡢ




















ᇶ࡟᭱ࠊ ᪂ࡢィ⟬ゎ๗Ꮫⓗᡭἲࢆ⏝࠸࡚ྛࠊ 㟋㛗㢮⬻ࡢ⚄⤒⥺⥔ᵓ㐀ࡢ 3ḟඖ෌ᵓ⠏ࢆヨࡳ࡚࠸ࡿࠋ⏬ീゎᯒࡀ᏶஢ḟ➨ࠊ
ࡍࡳࡸ࠿࡟Ꮫ఍Ⓨ⾲࣭ㄽᩥᢞ✏ࢆ⾜࠺ணᐃ࡛࠶ࡿࠋ 
C-8㔝⏕ࢽ࣍ࣥࢨࣝࡢಶయᩘᢚไᢏ⾡ࡢ㛤Ⓨ 





ᮇ࡟ NK3Rᣕᢠ๣(SB223412)ࢆࣂࢼࢼ࡟඘ሸࡋࠊ10 mg/kg࡟࡞ࡿࡼ࠺࡟༢ᅇ⤒ཱྀᢞ୚ࡋࡓࠋ⸆๣ᢞ୚┤๓࡟ 1ᅇࠊ⸆๣ᢞ
୚ࡢ 3ࠊ6ࠊ12ࠊ24ࠊ36ࠊ48࠾ࡼࡧ 60᫬㛫ᚋ࡟ୖ⭎㟼⬦࠿ࡽ᥇⾑ࢆ⾜࠸ࠊLC-MS࡟ࡼࡾ⾑୰ SB223412⃰ᗘࢆࠊ㓝⣲ච␿
 ᐃἲ࡟ࡼࡾ⾑୰ࢸࢫࢺࢫࢸࣟࣥ⃰ᗘࢆ ᐃࡋࡓࠋࡑࡢ⤖ᯝࠊ⾑୰ SB223412⃰ᗘࡣᢞ୚ᚋ 3࠶ࡿ࠸ࡣ 6᫬㛫࡛㧗ࡃࠊᢞ
୚ᚋ 6࠶ࡿ࠸ࡣ 12᫬㛫࡟ࡣῶᑡࡋጞࡵࠊ60᫬㛫ᚋ࡟ࡣᢞ୚๓࡜ྠࣞ࣋ࣝ࡟ࡲ࡛పୗࡋࡓࠋࡲࡓࠊ⾑୰ࢸࢫࢺࢫࢸࣟࣥ⃰

















ᑿᓮ⣖ኵࠊAleksic Brankoࠊஂᓥ࿘(ྡྂᒇ኱࣭㝔࣭་࣭⢭⚄་Ꮫ)  ᡤෆᑐᛂ⪅㸸௒஭ၨ㞝 





඲ࢤࣀ࣒ CNVゎᯒࢆᐇ᪋ࡋࡓࠋලయⓗ࡟ࡣࠊࢽ࣍ࣥࢨࣝ 379㢌ࢆᑐ㇟࡟ array CGH (comparative genomic hybridization)࡛

















































D-7 Metabolome and lipidome signatures of the human brain 
Philipp Khaitovich (CAS-MPG Partner Institute for Computational Biology, Shanghai, CHINA), Masahiro Sugimoto (Institute for 





There is no progress due to any available samples in this fiscal year. 
D-8⬡㉁ࢆᶆⓗ࡜ࡋࡓࢧࣝච␿ࢩࢫࢸ࣒ࡢゎ᫂ 












ಖᆏ࿴ᙪ(㙊಴ዪᏊ኱࣭ඣ❺)  ᡤෆᑐᛂ⪅㸸Michael A. Huffman 
ᮏᖺᗘࡣ࣐ࣁࣞࡢࢳࣥࣃࣥࢪ࣮◊✲ 50࿘ᖺࢆグᛕࡋ࡚ฟ∧ࡉࢀࡿணᐃࡢᏛ⾡ᅗ᭩ࡢ⦅ⴭ࡟ᚲせ࡞ᩥ⊩ㄪᰝ࡟◊✲άື
ࡢ࡯࡜ࢇ࡝ࡢ᫬㛫ࢆ㈝ࡸࡋࡓࠋ◊✲ㄢ㢟࡟㛵㐃ࡋ࡚ࡲ࡜ࡵࡓᢸᙜ❶ࡣࠊ➨ 20❶ࠕ⊁⊟࡜㣗≀ศ㓄 ࠖࠊ➨ 23❶ࠕ⪁ᖺᏛ ࠖࠊ








D-10 Near-infrared spectroscopy measurement of brain activity associated with visual information integration in Japanese 
macaques 













D-11 The evolution of tissue transcriptomes in mammals 
Henrik Kaessmann(University of Lausanne)ࠊYasuhiro GO(Center for Novel Science Initiatives, National Institutes of Natural 
Sciences)  ᡤෆᑐᛂ⪅㸸௒஭ၨ㞝 
In 2014, we generated extensive RNA-seq data for the orang-utan testis sample from the Primate Research Institute, Kyoto 
University. We are using this important data (which fills a phylogenetic gap in our studies) in various ongoing transcriptome 
evolution projects, including projects on the evolution of mammalian Y chromosomes, evolution of primate untranslated regions, the 
evolution of primate alternative splicing, and the origin and evolution of mammalian retrogenes. The latter project is completed and a 
manuscript will soon be submitted, with several colleagues (Takashi Hayakawa, Yasuhiro Go, Hiroo Imai) from the Primate
Research Institute as co-authors. The study described in this paper illuminates how intronless gene copies, which originated from 
mRNAs of parental source genes through a process called retroduplication (or retroposition), evolved and/or recruited regulatory 
elements (e.g., promoters) complex gene structures (exons/introns) and thus surprisingly complex new gene functions. This work 
thus provides general insights into how new genes may arise. It therefore also highlights the power of retroposed genes as a model for 
the elucidation of new gene functions and will inform future studies of other mechanisms underlying new gene origination, such as 
segmental duplication and de novo gene origination. 
D-12࣐࢝ࢡࡢ⦾Ṫ࡟㛵㐃ࡍࡿᛶ⓶ኚ໬ࡢศᏊᇶ┙◊✲ 































ఀ⸨Ẏࠊᮌᮧு௓(⌰⌫኱࣭་)ࠊ⚟ከ㈼ኴ㑻(㑇ఏᏛ◊࣭⏕࿨᝟ሗ◊✲ࢭࣥࢱ࣮)  ᡤෆᑐᛂ⪅㸸ᕝᮏⰾ 
ᮏ◊✲ࡣ㸪ࢱ࢖࣡ࣥࢨࣝ࡜ࢽ࣍ࣥࢨࣝࡢ✀㛫஺㞧ಶ⩌ࡢࣔࢽࢱࣜࣥࢢ࠾ࡼࡧ㑇ఏᏊᾐ㏱ࡢᙳ㡪ホ౯ࡢࡓࡵ࡟㸪ࢤࣀ࣒࣡
࢖ࢻ࡞㑇ఏ࣐࣮࣮࢝ࢆ㛤Ⓨࡍࡿࡇ࡜ࢆ┠ⓗ࡜ࡋࡓ㸬ᮏ◊✲࡛ࡣ㸪ไ㝈㓝⣲ㄆ㆑ࢧ࢖ࢺࡢ㏆ഐ㡿ᇦࡢ୍ሷᇶከᆺࢆ᥈⣴ࡍࡿ
































బࠎᮌᬛᙪࠊㄶゼඖ(ᮾி኱࣭⥲ྜ◊✲༤≀㤋)  ᡤෆᑐᛂ⪅㸸ᖹᓮ㗦▮ 
ṑ㧊⭍ࡢ⤒ᖺኚ໬ࢆ⏝࠸ࡓࣄࢺࡢᖺ㱋᥎ᐃࡀ໬▼✀ࢆྵࡵࡓ㢮ே⊷࡟ࡶᛂ⏝ྍ⬟࡛࠶ࡿ࠿ࢆ᳨ウࡍࡿࡓࡵ࡟௨ୗࡢண
















⸨ᮏ᫂ὒ(⌮໬Ꮫ◊✲ᡤ࣭⤫ྜ⏕࿨་⛉Ꮫ◊✲ࢭࣥࢱ࣮)  ᡤෆᑐᛂ⪅㸸ྂ㈡❶ᙪ 














3. ᖹᡂ 26ᖺᗘ࡛⤊஢ࡋࡓィ⏬◊✲ 
ྛ✀㟋㛗㢮࡟࠾ࡅࡿㄆ▱࣭⏕⌮࣭ᙧែࡢⓎ㐩࡜ຍ㱋࡟㛵ࡍࡿ⥲ྜⓗ◊✲ 
ᐇ᪋ᮇ㛫㸸ᖹᡂ 24㹼26ᖺᗘ 
ㄢ㢟᥎㐍⪅㸸཭Ọ㞞ᕫࠊ὾⏣✨ࠊ㕥ᮌᶞ⌮ࠊᯘ⨾㔛ࠊ㊊❧ᗄ☻ࠊᖹᓮ㗦▮) 
ࣄࢺࢆ⥲ྜⓗ࡟⌮ゎࡍࡿ࠺࠼࡛ࠊ✀㛫ࡢẚ㍑ࡢᚲせᛶࡣゝ࠺ࡲ࡛ࡶ࡞࠸ࡀࠊࡑࡢ㝿࡟ࠊࠕⓎ㐩ࠖ࡜࠸࠺どⅬࢆᑟධࡍࡿ
ࡇ࡜ࡶࡁࢃࡵ࡚㔜せࡔࢁ࠺ࠋࠕࣄࢺ࡛ゝ࠼ࡤࢳࣥࣃࣥࢪ࣮ࡢ▱⬟ࡣ Xṓ࡛࠶ࡿࠖ࡜࠸ࡗࡓ⣲ᮔ࡞ẚ㍑࡛ࡣ࡞ࡃࠊ㐍໬࡜Ⓨ
㐩࡜࠸࠺ 2ࡘࡢ᫬㛫㍈࡟ἢࡗࡓࡼࡾࢲ࢖ࢼ࣑ࢵࢡ࡞ẚ㍑ࡀ⫢せ࡛࠶ࡿࠋᮏィ⏬࡛ࡣࠊᖹᡂ 21ᖺᗘࡲ࡛ᐇ᪋ࡉࢀ࡚ࡁࡓィ
⏬◊✲ㄢ㢟ࠕࢳࣥࣃࣥࢪ࣮ࡢⓎ㐩࡟㛵ࡍࡿ⥲ྜⓗ◊✲ࠖࡢᡂᯝࢆཷࡅ࡚ࠊ᪂⏕ඣᮇࠊஙᗂඣᮇࠊᛮ᫓ᮇࠊኊᖺᮇࠊ⪁ᖺᮇ
࡞࡝ྛⓎ㐩ẁ㝵࡟࠾ࡅࡿㄆ▱ᶵ⬟ࡸ⏕⌮ᶵ⬟࠾ࡼࡧᙧែ࡟ࡘ࠸࡚ࢳࣥࣃࣥࢪ࣮࡞࡝ࡢ㢮ே⊷ࠊ࣐࢝ࢡ㢮࡞࡝ࡢᪧୡ⏺ࢨࣝࠊ
࠾ࡼࡧࣇࢧ࣐࢜࢟ࢨࣝ࡞࡝ࡢ᪂ୡ⏺ࢨࣝ࡞࡝ࢆᑐ㇟࡟ࠊ⥲ྜⓗ࡞ẚ㍑◊✲ࢆ᥎㐍ࡍࡿࡇ࡜ࢆ┠ⓗࡋ࡚◊✲ࢆ㐍ࡵࡓࠋ 
 ィ⏬ࡣࠊẚ㍑ㄆ▱◊✲࠿ࡽẚ㍑ṑ⛉Ꮫ◊✲ࡲ࡛ከᒱ࡟ࢃࡓࡾࠊከࡃࡢ◊✲ࡀ⥅⥆ⓗ࡟ᐇ᪋ࡉࢀࡓࠋලయⓗ࡟ࡣࠊࢳࣥࣃ
ࣥࢪ࣮ࢆᑐ㇟࡜ࡋࡓ㉁ឤ▱ぬ࣭ຊゐぬ࣭ὀព࡟㛵ࡍࡿẚ㍑ㄆ▱⛉Ꮫ◊✲ࠊࢳࣥࣃࣥࢪ࣮ࡢཱྀ⭍ෆ≧ែࡢ⥅⥆ⓗほᐹࠊ஧༸
ᛶ཮⏕ඣࢳࣥࣃࣥࢪ࣮ࠊࡢ⾜ືⓎ㐩ࠊࡑࡋ࡚ᙧែᏛⓗ◊✲࡞࡝࡛࠶ࡿࠋ࠸ࡃࡘ࠿ࡢ◊✲ࡣࠊ⌧ᅾࡶ⥅⥆୰࡛࠶ࡾࠊ௒ᮇࡢ
ᡂᯝࢆࡶ࡜࡟ࠊ᪂ࡓ࡟ィ⏬◊✲ࠕ㟋㛗㢮ࡢࡇࡇࢁ࣭࠿ࡽࡔ࣭ࡃࡽࡋ࡟࠾ࡅࡿⓎ㐩࡜ຍ㱋࡟㛵ࡍࡿ⥲ྜⓗ◊✲ࠖࢆᖹᡂ 27
ᖺᗘ࠿ࡽ㛤ጞࡋࠊᡂᯝࡢ⥅ᢎ࡜ᒎ㛤ࢆᅗࡗ࡚࠸ࡁࡓ࠸ࠋ 
－117－
